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CPIC INFORMATICS WORKING GROUP CONFERENCE CALL


DATE:  		June 18, 2018
ATTENDANCE:  	Kelly Caudle, James Hoffman, Cyrine Haidar, Michelle Whirl-Carrillo, Mark Dunnenberger, Terah Collins, Aniwaa Owusu Obeng, Dyson Wake, Katrin Sangkuhl, Nephi Walton, Rebecca Pulk, Josh Peterson, Roseann Gammal


	TOPIC
	DISCUSSION/ACTION
	FOLLOW-UP

	RYR1/CACNA1S implementation tables/figures 
	· This guideline presents different workflow considerations because anesthesiologists may enter orders into their own system without pharmacist review, and so opportunities for CDS may not exist. 
· Initial thought was to include flag in allergy list in implementation workflow diagram because allergy lists are one of the few discrete fields that are available in anesthesiologist ordering system based on experience from Geisinger, but there was a concern that this was too specific. The suggestion was to keep general and include footnote that discusses possible options, including the allergy list.
· Other key discussion points:
· A section of the supplement addresses genetic counselor involvement, which is important for this gene and unique to this guideline. 
· A section of supplement addresses additional professional resources (e.g., Malignant Hyperthermia Association of the United States) 
· Nucleotide change and protein change is included in translation table as star allele nomenclature is not used  
· Phenotypes: Malignant Hyperthermia Susceptible and Uncertain Susceptibility (because absence of variant does not absolutely rule out the possibility of MH).
	· Please review the resources, especially the items noted in the key points of discussion.  
· Email Kelly with any edits or comments (kelly.caudle@stjude.org) 

	Thiopurine implementation tables/figures 
	· This guideline is updated to add a second gene: NUDT15.
· We have done a two-gene recommendation before (CYP2D6, CYP2C19/amitriptyline), so we had a template to follow. 
	· Please double check the resources
· Email Kelly with any edits or comments (kelly.caudle@stjude.org)  

	SNOMED vs. LOINC for pgx
	· James recently heard from an individual at a clinical site that primarily uses LOINC for pharmacogenetic documentation
· Do we need to do more with LOINC? 
· How important is LOINC vs. SNOMED? 
· At a minimum, a recommendation was to add to CPIC Informatics website what we’ve done with LOINC and SNOMED and how it can be used in practice
	· James to continue to evaluate and follow up further 

	Housekeeping  
	· We will continue to have implementation presentations on future conference calls. Please identify speakers or topics of interest. 
· A high priority for CPIC in the future is develop an API.  Initial work is already complete to build the DB with CPIC knowledge and some API components.  The project will continue to build out the DB and API.  Eventually a variety of uses will be possible, including EHRs and drug information providers.  Initial conversations have been held with several different users, and this group’s feedback will be sought throughout the development process.  
	· Send speaker suggestions to James (james.hoffman@stjude.org) or Kelly (kelly.caudle@stjude.org). 
· This group’s feedback will be crucial as the DB and API continue to be developed 



